Introduction
Testosterone, like other steroids, has a primary action on the nuclei ofhormone target cells (Mainwaring, 1977) . This results in the transcription of specific genes, some of which correspond to secretory proteins.
This has been shown for rat epididymis (Brooks, 1987) among other target organs. Frequently, androgens act initially on target cells by a significant increase ofrRNA synthesis (Whelly, 1985; Nomura et al., 1984; Williams-Ashman and Reddi, 1972; Liao and Fang, 1969) .
During the annual sexual cycle, the epithelium of the lizard (Lacerta viv:paraJacquin) epididymis shows intense nuclear activity. This has been demonstrated by a study of the morphological evolution of the nucleus and nucleolus, and of quantity and synthesis of nuclear DNA (Faure et al., 1987) . This activity of epididymal cell nuclei has been directly connected to variations in intra-epididymal testosterone levels.
Biochemical studies (Morel et al., 1988; Courty et al., 1987) 
Incorporation of Tritiated Uridine
Immediately after dissection, the epididymis was cut into small pieces and incubated in Eagle culture medium (Gibco; Grand Island, NY) in the presence of 1.85 MB q/ml(50 pCi)oftritiated uridine for 30 mm. After a chase ofO, 30, 60, or 120 mm in medium with 0.25 tg/ml cold uridine, the pieces
In Situ Hybridization
Tissues. After injection of a fixative (acetic acid:ethanol 1:3 v/v) (Jibbent et al., 1986; Gueslin et al., 1985) through the abdominal wall, epididymal parts were fixed for 30 mm in the above fixative. The pieces were dehydrated in 100% ethanol for four times for 30 mm and in tenbutanol for 12-24 hr before embedding in paraffin (three times 1-hr baths) (Tournier et al., 1987; Gueslin et al., 1985) . et al., 1987, 1989 
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,,,# f,, Figure  3c ). These rRNAs were present in the entire epididymal epithelium, without noticeable accumulation in the nucleus, and in the surrounding muscular sheath.
During
Phase III, the detected rRNAs were still very abundant, with clear labeling of the nucleolus ( Figure  3e ). It can be seen in the control tissues that the RNAse treatment before hybridization did not completely clear out the nucleolus ( Figure  3f ). In the mature cell, the in situ hybridization during Phase N still revealed a barge amount of rRNAs ( Figure  3h ). Figure  4e ). It is noteworthy that with probes of comparable specific activities and identical exposure times, the nRNAs were much more abundant than the specific mRNAs.
Discussion
For every phase of the sexual cycle there exists a strong conrespon- 1972; Liao et al., 1966 Liao et al., , 1969 
